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DIVISION OF MICROBIOLOGY

HT.P.H.U.-ARAT PRNJIIATEAT. THT. 5 Eoell &110012

ICAR-Indian Agricultural Research Institute, Pusa, New Delhi-110012

RS F&AT FileNo.  7-6/2018-19/Mcro AP Dated :22/02/2019
fafaer-gaen
fAewE WP HI-ARIT N IFEUA TG 5 Reeh gR1 FAeafofaa danfae susor/aeg &
YT wd B &g UABT AT/ HRPd Seri/NMdeaist & a dell yuel (et Ta faa ) &
FHeadta e dg 3asd Fged HHAFT H ST &1 Fge/Afaer grgd aa & 3ifdq Ay 16-03-2019
AT 1-00 I AU d&| Fgeer/Afder @ Gars 18-03-2019 & @& 11-30 o fAuiRka afafa & a#er

@rell ST | Online Quotations are invited from reputed Manufacture/Dealer/Supplier in two bid system (Technical bid &
Financial bid) for purchase of following Scientific Equipment/Items on behalf of Director ICAR-Indian Agricultural Research
Institute, New Delhi. The last date for submission of Bid 16-03-2019 at 1.00 PM The bid will be opened on dated 18-

03-2019 at 11.30 AM by the prescribed committee.

feqa @ g &t & Wy & JgEEe wwwiariresin W @ U JiFesa & fow
www.eprocure.gov.in ¢®&T ST Hehdl &1 Please visit www.iari.res.in for Details Rules and Regulation and Log on
www.eprocure.gov.in for online.

A &I IAABSURIOT/ TEJBIATH EIE
SI. No. Name of Scientific EqQuipment/ Item Quantity
1. Software 01

el o & A9 3R Jae vg Afder & e Instructions to the bidder and terms & conditions of tender:

1. 3MOd gRT & R Aed & TP Wi v AuRa 3ifcaq G & &7 & & 180 At d& A= gl
afg 3mgfdedr g1 180 faal & ~geAdd 3m@afy & dudT & HIY H PIS ek o df 3TH AT T F
Seol@ BT A1fgU| The rates quoted shall be valid for a minimum period of 180 days from the last date
fixed for submission of bid.

2. TS H AT T I H ALF.IF. A5 ool & THANT/SHS GeA SNa [T FHTITG H1.P. 37 TEIT,
a$ feeel-110012 & waEA/AHD H Ao IYfd e TGS e @om| gienfes el qar A

GT 7T 3UGNUT &l TH.IN.L/A.3MS. A, 3MUR W AT ST The rates quoted shall be free of cost

delivery and installation at the Division/Unit of Microbiology, IARI, New Delhi — 110 012. However,
equipment quoted in foreign currency must be quoted on FOB/ CIP basis

3. Ifg wea fager-Affa § 3R @ gl g & R’ar mn § ar o oRfEufa & seesq =38 oc
AT (AEAEE.) T Far Swen St 5 dad W1.E.3d. & fow & A @9 | Custom Duty

Exemption Certificate (CDEC) will be issued only when the bid is quoted in foreign currency in case of foreign
made items only and meant for IARI.

4. FYEAS H HATAT AT 1 QU faaor AT STTm | Full specifications of the item/article quoted for
shall be given in the quotation.
5. 30U fGU 90 X H ARG fREr o UpR & HfARE d/ad/sgEr T AT & df 3T Hohd TUE

&7 ¥ fear amer @rfRw If taxes, duties or any other charges over and above the rates quoted leviable, actual
percentage of such taxes/duties/other charges should be clearly indicated.


http://www.iari.res.in/
http://www.eprocure.gov.in/

6.

10.

1.

12.

13.

14.

el & AT Il g AR £.9000/-(F9T At TR AH) &1 BaATs AT gr0e/ I 3eer/ Faey
ST TG/ b TR B ASAF, AT, F. WG, TEAAETS Geal-110012 & A fonelr of TEpa d
ST BT AT Heldd wlar @ifet| fEd Oy ageea W faar a€ fohar S| aarear iy & el
gfd @ dt w Fafa Afde sl aRed o 3l ke aF @ 3ieasd &Y S &R 8
Ugl Ugd S wifeul BHAis Al gree/ gEraE e/l S wWhe/de RS @ @dfa @l
RN IRBIT T T Fol ST AT 50 TOY H YT Thed BHIUT/AT ST 31T AMGfIBAT §RT &3 ST

F & SN fear arr § 389 A o STeen 3w 3§ e @ 3§ Al Siwen| EMD of

Rs.9000/- Rupees nine thousand only) should be in the form of D.D./Pay Order/Fixed Deposit Receipt/Bank
Guarantee from commercial bank drawn in favour of Director, IARI payable at New Delhi. The original EMD should
be submitted to the Tender Inviting Authority on or before the last date and time of online bid submission. The
details of D.D./Pay Order/Fixed Deposit Receipt/Bank Guarantee physically sent, should tally with the details
available in the scan copy and the data enter during the bid submission time otherwise the uploaded bid will be
rejected.

3H wEurd g fAfagrhdt @t frer off grem St Ui 3R auren Ui W oeare a4 fear Smeem No

Roooijnterest on security deposit and earnest money deposit shall be paid by the Institute to tenderer.

T UfhaT qff g1 & UHTd 1A% dlellelaril @ 3 St i R gIa fr I agw w S
SR Safd Ahedd diefiarar & AHS F g TR AIH & HFIR GIaT FTA F T A FARSIT A
ST "Rl fu St 6 et & afr & 5-10 ufdera aeh ik g RBais AT gioe/ yordre smeer/ A
AT W/ dF TS AGAB, AT, F. 3. FEAAETS Geal- 110012 F a1 fredr off Tgagpa o &
T By e dgar @ a1 & QU WA F 60 Ay WU F WY IuaRr/AAA fFgd HAad (¥
1.00 om@ a1 388 3ifew) & RS A enfder el | &rerifs St 3uahtor € 1.00 UFh oM@ § &H & 39
oRfEufa & fopelt ot uspR @1 fAvurea S iy A& & Sl | The EMD shall be refunded to the

unsuccessful bidders after finalization of the quotation. In case of successful bidder, it can be adjusted towards
security deposit which is 5-10% of the order value in the form of D.D./Pay Order/Fixed Deposit Receipt/Bank
Guarantee from commercial bank drawn in favour of Director, IARI payable at New Delhi and shall remain
valid for 60 days beyond the date of completion of all contractual obligation of supplier including warranty
obligation for the equipment/goods costing Rs.1.00 lakhs (Rs. One Lakh) or more. Here would however,
be no performance security deposit for equipment/goods costing less than Rs. 1.00 lakh (Rs. One Lakh).

F g1 T gy &Y Gl Yerd & Suelt| afe greaa/3usor & fAaror & ard fir et F e of

UhR URada €, aF 38 ard & 3ifded AT AT | One year warranty has to be invariable provided by the

firm. In case, there is any variation in the warranty period given in the specification of the item/equipment, the
warranty period shall be the final as given in the specification.

B & QU B S a6 BA/YfdhdT B AT @ WG [ U@ @ & 916 I A TASHGS b ATCIH
¥ B QU B W 100% IR AW YA T8 (90% HIH aur 10% & QT aXa & 3WIed)

foRIT STWaT| Payment will be made by mode of e-payment to the supplier/firm after satisfactory completion of

work and receipt of pre-receipt bills triplicate 100% Payment through Wire Transfer after satisfactory installation or
Letter of Credit (L.C. 90% advance 10% after satisfactory Installation of the equipment).

fagerd, o1, . 3. GEUE, T8 Roeh & o e FRoT gary @t Fgeast & qot ar e w9 F
FIPR IT IENPR FA & JfABR urg &1 The Director IARI, New Delhi reserves the right to accept or
reject any or all the quotations either in full or in parts without assigning any reason.

3 Adl BT UTeled o P aTell FYLAAT P EABR Al b fod SeRarly g9l Quotations not

complying with the above conditions are liable to be rejected.

TIN/VAT/PAN/C.S.T. Nos. & ¥had HIUI I AT & Y H Heldd fRIT ST Scanned copy of
TIN/VAT/PAN/C.S.T. Nos may be attached with the bid.

Rt BROT 3gET F FS AaE 30 B W AR P AR eIy a8 eer A 3ifaiar &




15.

16.

IS g | FRIGY ARAT P Iq@ure aRue gRT UhaAT Ay AgH fhar mar ¥y fSwer @o

gt aiféat (Supplier 31X Purchaser) WX 3ifdd #AET SMWIM|  In case, any dispute arising out of this

contract shall be subject to the jurisdiction of Indian laws & Court at New Delhi. Sole arbitrator is appointed by the
Secretary, ICAR, New Delhi. His decision will be final and binding on both parties (Supplier and Purchaser)

Aol Arelierel T HT 7T B B AUIRT IR 3 & MR B BT B SHET YL e A
TATAT IRAT BT AT, VAT ST fhaAT ST of hdl A A 2% AT JfAhdH 10% 6 &Ifd I8 Peldl & U

H 3ab T & H1E S| The successful bidder has to execute the indented Job/Work as mentioned in the

supply order placed with them within the stipulated period as given in the supply order placed by this office failing
which 2% per week and maximum of 10% deduction as liquidated damage charges will be made from the bill in
case the job is not completed within the given stipulated period.

®H P 3 BRI/&T A 3 gV & HJHT P YHAOT TF Helded BT AT | Firms should 3 years” experience
in this line, proof should be enclosed.

A &I RravoT/3uavEE i RAfdrear
S1. No. Description / Specification of the Equipment/ Item
Name of Item Software.
1 Specification : As per Annexure —-A

TER—P UATaIAd ITABRT

Asstt. Admn. Officer




Specification for Metagenome Data Analysis Software

Technical specifications

Software should comprise comprehensive molecular biology and NGS data analysis tools

[t should be compatible to cross platform like Mac OS, Linux or Windows OS

Software environment should be intuitive and graphical user interface with high
interoperability with application programing interface to link LIMS and other third party or
external plugins like BLAST 2 Go Pro, Ingenuity Pathway analysis (IPA).

Software should be capable of the following features :

De novo assembly, reference mapping of [llumina, Pac-Bio or Ion Torrent reads (any length,
paired ends, barcodes, de-multiplexing).

Support data format from: Illumina, Pac-Bio or Ion Torrent and QIAGEN GeneReader
sequencer.

RNA-seq analysis module support metadata table in excel format, provide RPKM, TPM, total
gene reads, unique gene reads as expression value.

The statistic module provide separate generalized linear model (GLM), EdgeR and DESeq
algorithm.

Can integrate de novo assembly module + RNA-seq analysis module to support de novo
transcriptomics analysis pipeline

Provide 2D, 3D PCA plot for sample QC control check

Analysis of data including genome track browser, contig visualization, SNP calling and RNA
expression analysis.

Integrated genome browser with interact table view

Trim, assemble and view Sanger sequencing trace files, correct base calls and create
consensus sequences. Automatic annotation for gene prediction, motifs, translation and
variant calling.

Provide basic variant analysis, probabilistic variant analysis and low frequency variant
analysis (specific for tumor variant analysis)

General analysis of DNA, RNA and protein including structural visualization.

Perform pairwise and multiple alignments of DNA or protein using trusted algorithms
including MAFFT and ClustalW. View and edit alignments with real-time translation and
highlighting.

View plasmid maps, automatically annotate vectors and copy-paste sequences with
annotations.

Find restriction sites, design primers, find CRISPR sites and optimize codons.

Batch BLAST against NCBI and directly search GenBank. Centralize and collaborate on data
with seamlessly integrated shared repositories. Import and export most industry standard
file formats.

Automated workflows to increase efficiency, control processes and reduction of errors.
Search, download and import SRA data directly.

Biomedical Genomics Analysis plug-in with ready-to-use workflow to support
targeted sequencing, WGS, WES projects.

Supporting Features:

Expanded plug-in to support Functional annotation and microbial application -
metagenomics analysis. Pathogen typing like :



1. Blast2GO Pro : main features

Gene Ontology Mapping of Blast results
Functional Annotation

InterProScan Domain Searches

GO-Slim Reduction

Statistics Charts

Various data import and export formats
CloudBlast for blast2go website

O O O O O O O

2. Metagenomics (Microbial Genomics workbench): to support Microbiome profiling.
Main features:

A. Amplicon sequencing data

e Denovo or reference based OTU-clustering of 16S-, 18S-, and ITS rRNA data.

e Support for common taxonomy databases Greengenes, Silva, and UNITE, as well as
custom databases.

B. Shotgun metagenomic sequencing data

e Denovo assembly for metagenome data

e Determine with high precision absolute and relative abundance of microbes in
metagenomics samples.

o Filter out data contamination originating from host DNA.

e Automatic workflow to build taxonomy index for the database

Functional profiling of microbiomes

Assemble and annotate whole metagenome data sets with class leading accuracy
and performance.

Functional profiling using PFAM, Gene Ontology and BLAST.

Microbe Typing Analysis

Support & download NCBI pathogen database

Workflow download MLST scheme

Support drug resistance database

Pre-configured workflow to integrate pathogen typing analysis which covered NGS MLST
typing, drug-resistance. Process k-mer tree for multi-species comparison. Or SNP-tree for
single strand species comparison.

E. Visualization and statistical analysis in the context of metadata

o Stacked bar charts, area charts and zoomable sunburst diagrams can be used to
explore and compare both, the taxonomic and functional composition of
metagenomic samples.

e User-friendly Diversity Analysis tools for Alpha- and Beta diversity estimation for
comparing diversity and compositional similarity between samples.

e Principal Coordinate Analysis (PCoA) plots in 2D and 3D and HeatMaps cluster
samples based on microbiome composition.

e Run PERMANOVA analysis to assess statistical support for clustering.

e Merge abundance tables for direct comparison of diversity metrics across samples.
o Explore the taxa or gene function that vary most across sample categories. Use state
of the art multifactorial differential abundance analysis to measure fold change,

estimate statistical significance and explore correlations between sample categories.

e Graphing and statistical testing leverages sample metadata.
Genome Reference Database

e N
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Direct import of Bacteria, Archaea, Virus, Fungi, and Protozoa reference genomes
from NCBI’s broad collection of microbial content.

A table provides an overview of covered taxonomic range, assembly status and size
of included genomes.

With filters for taxonomy and assembly-quality, database contents can be optimised
by the user. Remove low quality assemblies for higher confidence taxonomic
assignments. Minimise computer resources and analysis time by reducing
redundancy of database entries.

Monitor predicted file size of database during the design, before the download
begins.

Download deep databases of pathogen specific reference genomes from NCBI
RefSeq of the NCBI Pathogen Detection Project.

G. Workflows
Preconfigured, but customizable, Workflows streamline learning and running microbial
bioinformatics analysis. Users are guided from raw NGS reads to fully interactive visual
results in just a few steps.



